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MAb Light Chain 

49C9 
70B11 
77A3 



Amino Terminal Sequence 

xIQMTQSPASLSASV 
DIQMT 

xIQMTQSPASLSASV 



ATGAGTGTGC TCACTCAGGT CCTGGCGTTG CTGCTGCTGT GGCTTACAGG TGCCAGATGT 
MS V LTQV LGL LLL WLTG A R C> 



GACATCCAGA TGACTCAGTC TCCAGCCTCC CTATCTGCAT 'CTGTGGGAGA AACTGTCACC 
DIQ MTQS PAS LSA SVGE TVT> 



ATCACATGTC GAGCAAGTGG GAATATTCAC AATTATTTAG CATGGTATCA GCAGAAACAG 
ITC RASG NIH NYL AWYQ QKQ> 



GGAAAATCTC CTCAGCTCCT GGTCTATAAT GCAAAAACCT TAGCAGATGG TGTGCCATCA 
G K S PQLL V Y N AKT LADG VPS> 



AGGTTCAGTG GCAGTGGATC AGGAACACAA TTTTCTCTCA GGATCAACAG CCTGCAGCCT 
R F S GSGS GTQ FSL R I N S LQP> 



GAAGATTTTG GGAGTCATTA CTGTCAACAT TTTTGGACCA CTCCGTGGAC GTT CGGTGGA 
EDF GSHY CQH FWT TPWT FGG> 



GGCACCAAGC TGGAAATCAA A 
G T K L E I K 



ATGAGTGTGC TCACTCAGGT CCTGGGGTTG CTGCTGCTGT GGCTTACAGG TGCCAGATGT 
MSV LTQV L G It LLL WLTG AR C > 



GACATCCAGA TGACTCAGTC TCCAGCCTCC CTATCTGCAT CTGTGGGAGA AACTGTCACC 
DIQ MTQS PAS LSA SV GE TVT> 



GTCACATGTC GAGCAAGTGG GAATATTCAC AATTATTTAG CATGGTATCA GCAGAAACAG 
VTC RASG N I H N Y L AWYQ QKQ> 



GGAAAATCTC CTCAGCTCCT GGTCTATAAT GCAAGAACCT TAGCAGATGG TGTGCCATCA 
GKS PQLL VYN ART LADG VP S > 



AGGTTCAGTG GCAGTGGATC AGGAACACAA TATTCTCTCA AGATCAACAG CCTGCAGCCT 
RFS GSGS GTQ YSL KINS LQP> 



GAAGATTTTG GGAGTTATTA CTGTCAACAT TTTTGGAGTA ATCCGTGGAC GTTCGGTGGA 
EDF GSYY CQH FWS NPWT FGG> 



GGCACCAAGC TGGAAATCAA 
G T K L E I K 



10 20 30 40 50 6 o 

* ' * 

ATGAGTGTGC TCACTCAGGT CCTGGCGTTG CTGCTGCTGT GGCTTACAGG TGCCAGATGT 
MSV LTQV L A L LLL WLTG ARc> 

70 80 90 100 no X20 

****** 
GACATCCAGA TGACTCAGTC TCCAGCCTCC CTATCTGCAT CTGTGGGAGA AACTGTCACC 
DIQ MTQS PAS LSA SVGE TVT> 

130 140 150 160 170 i 8 0 

ATCACATGTC GAGCAAGTGG GAATATTCAC AATTATTTAG CATGGTATCA GCAGAAACAG 
ITC RASG NIH NYL AWYQ QKQ> 

190 200 210 220 230 240 

GGAAAATCTC CTCAACTCCT GGTCTATAAT GCAAAAACCT TAGCAGATGG TGTGCCAT C A 
GKS PQLL VYN AKT LADG VPS> 

250 260 270 280 290 300 

AGGTTCAGTG GCAGTGGATC AGGAACACAA TTTTCTCTCA AGATCAACAG CCTGCAGCCT 
RFS GSGS GTQ FSL KINS L Q p> 

310 320 330 340 350 360 

****** 
GAAGATTTTG GGAGTCATTA CTGTCAACAT TTTTGGACCA CTCCGTGGAC GTTCGGTGGA 
EDF GSHY CQH FWT TPWT FGG> 

370 380 

GGCACCAAGC TGGAAATCAA A 
G T K L E 1 K 



H2 HC (49c9 heavy chain) Fig. 14 



ATGGMTTGG GTGTGGAMCT TGCTATTCCT GATGGCAGCT GCCCAAAGTC TCCAAGCACA 
MAW VWN LLFL M A A AQS LQAQ> 



GATCCAGTTG GTGCAGTCTG GACCTGAGCT GAAGAAGCCT GGAGAAACAG TCAAGATCTC 
IQL VQS GPEL KKP GET VKIS> 



CTGCAAGGCC TCTGGGTATA CCTTCACAAA CTATGGAATG AACT GGGTGA AGCAGGCTCC 
CKA SGY TFTN YGM NWV K Q A P> 



AGGAAAGGGT TTAAAGTGGA TGGGCTGGAT AAACACCAAG AGT GGAGAGC CAACATATGC 
GKG LKW MGWI NTK SGE P T Y A> 



TGAAGAGTTC AAGGGAC GGT TTGTCTTCTC TTTGGAAACC TCTGCCAGCA CTGCCCATTT 
EEF KGR FVFS LET SAS T A H L> 



GCAGATCAAG AATTTCAGAA AT GAGGACAC GGCTACATAT TTCTGTGCAA GATGGGTACC 
QIK NFR NEDT ATY FCA RWVP> 



TGGGACCTAT GCTAT GGACT ACTGGGGTCA AGGAACCTCA GTCACCGTCT CCTCA 
GTY AMD YWGQ GTS VTV SS> 



H3 HC (70B11 heavy chain) Fig. 15 



ATGGMTTGGG TGTGGAMCTT GCTATTCCTG ATGGCAGCTG CCCAAAGTAT CCAAGCACAG 
MAW VWNL L F L MAA AQSI QAQ> 



ATCCAGTTGG TGCAGTCTGG ACCTGAGCTG AAGAAGCCTG GAGAGACAGT CAAGATCTCC 
IQL VQSG PEL KKP GETV KIS> 



TGCAAGGCTT CTGGGTATAC CTT CACAAAG TATGGAATGA ACTGGGTGAA GCAGGCTCCA 
CKA S G Y T F T K YGM NWVK Q A P> 



GGAAAGGGTT TAAAGTGGAT GGGCTGGATA AACACCAACA GTGGAGAGCC AACATATGCT 
GKG LKWM G W I NTN SGEP TYA> 



GAAGAGTTCA AGGGACGGTT TGCCTTCTCT TTGGAAACCT CTGCCAGCAC TGCCTATTTG 
EEF KGRF AFS LET SAST AYL> 



CAGATCAACA AC CT CAAAAA TGAGGACTCG GCTACATATT TCTGTGCAAG ATGGGTACCT 
Q I N NLKN EDS ATY FCAR WVP> 



GGGACCTATG CTATGGACTA CTGGGGTCAA GGAACCTCAG TCACCGTCTC CTCA 
GTY AMDY WGQ GTS VTVS S> 



H4 HC (77A3 heavy chain) Fig. 16 



ATGGMTTGGG TGTGGAMCTT GCTATTCCTG AT GGCAGCT G CCCAAAGTAT CCAAGCACAG 
MAW VWNL LFL M A A AQSI Q A Q> 



ATCCAGTTGG TGCAGTCTGG ACCTGAGCTG AAGAAGCCTG GAGAAACAGT CAAGATCTCC 

I Q L VQSG PEL K K P G E T V K I S> 

130 140 150 160 170 180 

TGCAAGGCTT CTGGGTATAC CTTCACAAAC TATGGAATGA ACTGGGTGAA GCAGGCT CCA 

CKA SGYT FTN Y G M NWVK QAP> 

190 200 210 220 230 240 

GGAAAGGGTT TAAAGTGGAT GGGCT GGATA AACACCAAGA GTGGAGAGCC AACATAT GCT 



250 260 

GAAGAGTTCA AGGGACGGTT 
E E F K G R F 

310 320 

CAGAT CAAGA ACCTCAAAAA 
Q I K N L K N 

370 380 

GGGACCTATG CCATGGACTA 
G T Y A M D Y 



270 280 

TGCCTTCTCT TTGGAAACCT 
A F S LET 

330 340 

TGAGGACACG GCTACATATT 
E D T A T Y 

390 400 

CTGGGGTCAA GGAACCTCAG 
W G Q GTS 



290 300 

CTGCCAGCAC TGCCAATTTG 
S A S T A N L> 

350 360 

TCTGTGCAAG AT GGGTACCT 
F C A R W V P> 

410 

TCACCGTCTC CTCA 
V T V S S 
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cc2-antiplasmin antibody light chain sequences 



h77A3-1 and h77A3-2 D : I QM.TQSPSS L S AS VGDRVT I T C 

m77A3 D I QM TQSPAS IS AS V G E TV T I TCRASGN I HN 

m49C9 D I QMTQSPASLSASVGETVTI TCRASQN I HN 

m70BH D I QMTQSP AS LSASVGETVTVTCRASGN I HN 



murine consensus 
77A3/49C9 consensus 
all 



D I QM T Q S PA S LSASVGETVTXTO 
D IQMTQSPASLSASVGETVTI 
D IQMTQSPXSLSASVGXXVTX 



Li Loop 



SGN I HN 
SGN I HN 
SGN I H N 



LA 
L A 
LA 

LA 
L A 
L A 



L2 Loop 



K77A3-1 and h77A3-2 WYQQKQGKSPQLLVYNAK 



m77A3 
m49C9 
m70B11 

murine consensus 
77A3/49C9 consensus 
all 



WYQQKQGKS PQ LLVY 
WYQQKQGKSPQL LVY 
WYQQKQGKS PQL L' 

WYQQKQGKSPQL LVY 
WYQQKQGKSPQL LVY 
WYQQKQGKS PQ L L' 



N AX 
N A K 
N AX 



T L A D 
T L A D 
TLA 



GVPSRFSGSGSGTDFTLT 

VPSRFSGSGSGTQFSLK 
NAKTLADGVPSRFSGSGSGTQFSLR 
VPSRFSGSGSG t'QYS LK 



GVPSRFSGSGSGTQXSLX 
GVPSRFSGSQSGTQFS LX 
GVPSRFSGSGSGTXXXLX 



h77A3-1 and h77A3-2 I S S LQP ED FGSHYCQH 



m77A3 
m49C9 
m70BH 

murine consensus 
77A3/49C9 conssnSUS 
all 



I NS LQPEDFGSHY 
I NSLQPEDFGSHY 

1 NS LQPEDFGSYY 

I NS LQPEDFGSXY 

I N S LQPEDFGSHY 

I XS LQP ED FGSXYCQH 



L3 Loop 



FWT T P 
FWT TP 
FWS N P 

F WX X P 
FWT T P 
FWX X P 



W T 
WT 



FGGGTKLE I K 

FGGGTKLEI K 

FGGGTKLE I K 

FGGGTKLE I K 

FGGGTK LEI K 

FGGGTKLE I K 

FGGGTK LEI K 



Figure 

oc2-jantiplasmin antibody heavy chain sequences 



H1 Loop 



Q | QLVQSGSELKKPGASVK I SCKAS 
Q I QLVGSGAEV-KKPGASVK I SCKAS 



GYTF 
&YTFllNY 



h77A3-1 
h77A3-2 

rn49G9 Q I QLVQSGPELKKPGETVK I BCE ASlG YTF' 
m70B11 Q I QLVQSGPELKKPGETVK I SCKASjGYTF' 



Q I QLVQSGPELKKPGETVK I SCKAS 



humanized consensus Q I QLVQSGXEXKKPGAS VK I SCKAS 

hm £Se Census QIQLVQSGPELKKPGETVK1SCXAS 

77A3M9C9 consensus Q.I QLVQSGPELKKPGETVK I SCXAS 

all QIQLVQSGXEXKKPGXXVKISCXAS 



GYTFT 
YTFT 
GYTFT 

GYTFTXY] GMNlWV 



/VRQAPGQ 
/VRQAPGQ 



GMNWVKQAPGK 
GMNWVKQAPGK 
GMNWVKQAPGK 



RQAPGQ 
KQAPGK 
KQAPGK 
XQAPGX 



h77A3-1 
h77A3-2 

m77A3 
m49C9 
m70BU 

humanized consensus 
murine consensus 
77A3/49C9 consensus 




GL 
GLKWM 
GL 
GL 



RFVFSLDTSVSTAYLQI SSL 
FTFTLDTSTSTAYLE I RSL 

FAFSLETSASTANLQI KNL 
R FVFSLETSASTAHLQI KNF 
RFAFSLETSASTAYLQINNL 

FXFXLDTSXSTAYLX I XSL 
FXFSLETSASTAXLQIXNX 
FXFSLETSASTAXLQIKNX 
FXFXLXTSXSTAXLXIXXX 



H3 Loop 



h77A3-1 
h77A3-2 

m77A3 
m49C9 
IT170B11 



KAEDTAVYFCAI 
RSDDT AVY FCAI 

KNEDTATYFCAI 
RNEDTATYFCAI 
KNEDSATYFCA 



humanized consensus XXXDT AVYFC A 

murine consensus XNEDXATYFCA 

77A3/49C9 consensus XNEDTATYFCA 

all XXXDXAXYFCA 



RWV 

R\A 
RV\ 
RV\ V 



PGT 
PGT 

'PGT 
VPGT 
PGT 



VPGT 
VPGT 
PGT 
RhAJVPGT 



YAMDlYlWGQGTTVT VSS 
Y AMD Y|YVGQGT T VT VS S 

YAMDlYjWGQGTSVTVSS 
YAMDYWGQQTSVTVSS 
YAMDYWGQGTS VTVSS 

YAMDYWGQGTTVTVSS 
YAMDYWGQQTSVTVSS 
YAMDYWGQGTSVT VSS 
YAMD YWGQGTXVT VS S 



